
Mascot Search Results: Peptide View

 Mascot Search Results

Peptide View

MS/MS Fragmentation of LTFADLLQATNGFHNDSLIGSGGFGDVYK
Found in gi|15235059, brassinosteroid insensitive 1 (BRI1) [Arabidopsis thaliana]

Match to Query 421: 3217.452372 from(1073.491400,3+)
Sum of 2 scans in range 1797 (rt=2111.93, f=4, i=78) to 1798 (rt=2113.86, f=5, i=71) [C:\Jason\Clouse\ue2003120303.raw]
From data file C:\Jason\Clouse\ue2003120303.mgf

Click mouse within plot area to zoom in by factor of two about that point

Or,    to   Da 

         

Monoisotopic mass of neutral peptide Mr(calc): 3216.4205
Variable modifications: 
T2     : Phospho (ST)

http://mascot.bch.msu.edu/mascot/cgi/peptide_view.pl?file=../data/20031204/F047417.dat&query=421&hit=1&index=gi%7c15235059&px=1 (1 of 3)2/4/2004 5:42:37 AM
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T10    : Phospho (ST)
Ions Score: 60  Expect: 0.009  
Matches (Bold Red): 19/314 fragment ions using 40 most intense peaks

# b b++ b* b*++ b0 b0++ Seq. y y++ y* y*++ y0 y0++ #

1 114.0913 57.5493     L       29

2 197.1284 99.0679   179.1179 90.0626 T 2908.3900 1454.6986 2891.3634 1446.1854 2890.3794 1445.6933 28

3 344.1969 172.6021   326.1863 163.5968 F 2825.3529 1413.1801 2808.3263 1404.6668 2807.3423 1404.1748 27

4 415.2340 208.1206   397.2234 199.1153 A 2678.2845 1339.6459 2661.2579 1331.1326 2660.2739 1330.6406 26

5 530.2609 265.6341   512.2503 256.6288 D 2607.2473 1304.1273 2590.2208 1295.6140 2589.2368 1295.1220 25

6 643.3450 322.1761   625.3344 313.1708 L 2492.2204 1246.6138 2475.1939 1238.1006 2474.2098 1237.6086 24

7 756.4290 378.7182   738.4185 369.7129 L 2379.1363 1190.0718 2362.1098 1181.5585 2361.1258 1181.0665 23

8 884.4876 442.7474 867.4611 434.2342 866.4770 433.7422 Q 2266.0523 1133.5298 2249.0257 1125.0165 2248.0417 1124.5245 22

9 955.5247 478.2660 938.4982 469.7527 937.5142 469.2607 A 2137.9937 1069.5005 2120.9672 1060.9872 2119.9831 1060.4952 21

10 1038.5618 519.7845 1021.5353 511.2713 1020.5513 510.7793 T 2066.9566 1033.9819 2049.9300 1025.4687 2048.9460 1024.9767 20

11 1152.6048 576.8060 1135.5782 568.2927 1134.5942 567.8007 N 1983.9195 992.4634 1966.8929 983.9501 1965.9089 983.4581 19

12 1209.6262 605.3167 1192.5997 596.8035 1191.6157 596.3115 G 1869.8766 935.4419 1852.8500 926.9286 1851.8660 926.4366 18

13 1356.6946 678.8509 1339.6681 670.3377 1338.6841 669.8457 F 1812.8551 906.9312 1795.8286 898.4179 1794.8445 897.9259 17

14 1493.7535 747.3804 1476.7270 738.8671 1475.7430 738.3751 H 1665.7867 833.3970 1648.7601 824.8837 1647.7761 824.3917 16

15 1607.7965 804.4019 1590.7699 795.8886 1589.7859 795.3966 N 1528.7278 764.8675 1511.7012 756.3543 1510.7172 755.8622 15

16 1722.8234 861.9153 1705.7969 853.4021 1704.8128 852.9101 D 1414.6848 707.8461 1397.6583 699.3328 1396.6743 698.8408 14

17 1809.8554 905.4314 1792.8289 896.9181 1791.8449 896.4261 S 1299.6579 650.3326 1282.6314 641.8193 1281.6473 641.3273 13

18 1922.9395 961.9734 1905.9129 953.4601 1904.9289 952.9681 L 1212.6259 606.8166 1195.5993 598.3033 1194.6153 597.8113 12

19 2036.0236 1018.5154 2018.9970 1010.0021 2018.0130 1009.5101 I 1099.5418 550.2745 1082.5153 541.7613 1081.5313 541.2693 11

20 2093.0450 1047.0261 2076.0185 1038.5129 2075.0345 1038.0209 G 986.4578 493.7325 969.4312 485.2192 968.4472 484.7272 10

21 2180.0770 1090.5422 2163.0505 1082.0289 2162.0665 1081.5369 S 929.4363 465.2218 912.4098 456.7085 911.4257 456.2165 9

22 2237.0985 1119.0529 2220.0720 1110.5396 2219.0879 1110.0476 G 842.4043 421.7058 825.3777 413.1925 824.3937 412.7005 8

23 2294.1200 1147.5636 2277.0934 1139.0503 2276.1094 1138.5583 G 785.3828 393.1950 768.3563 384.6818 767.3722 384.1898 7

24 2441.1884 1221.0978 2424.1618 1212.5846 2423.1778 1212.0925 F 728.3613 364.6843 711.3348 356.1710 710.3508 355.6790 6

25 2498.2098 1249.6086 2481.1833 1241.0953 2480.1993 1240.6033 G 581.2929 291.1501 564.2664 282.6368 563.2824 282.1448 5
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26 2613.2368 1307.1220 2596.2102 1298.6088 2595.2262 1298.1167 D 524.2715 262.6394 507.2449 254.1261 506.2609 253.6341 4

27 2712.3052 1356.6562 2695.2786 1348.1430 2694.2946 1347.6509 V 409.2445 205.1259 392.2180 196.6126   3

28 2875.3685 1438.1879 2858.3420 1429.6746 2857.3580 1429.1826 Y 310.1761 155.5917 293.1496 147.0784   2

29       K 147.1128 74.0600 130.0863 65.5468   1

 

NCBI BLAST search of LTFADLLQATNGFHNDSLIGSGGFGDVYK
(Parameters: blastp, nr protein database, expect=20000, no filter, PAM30)
Other BLAST web gateways

Mascot:  http://www.matrixscience.com/ 

http://mascot.bch.msu.edu/mascot/cgi/peptide_view.pl?file=../data/20031204/F047417.dat&query=421&hit=1&index=gi%7c15235059&px=1 (3 of 3)2/4/2004 5:42:37 AM

http://www.ncbi.nlm.nih.gov/blast/Blast.cgi?ALIGNMENTS=50&ALIGNMENT_VIEW=Pairwise
&AUTO_FORMAT=Semiauto&CLIENT=web&DATABASE=nr&DESCRIPTIONS=100&ENTREZ_QUERY=(none)
&EXPECT=20000&FORMAT_BLOCK_ON_RESPAGE=None&FORMAT_OBJECT=Alignment&FORMAT_TYPE=HTML
&GAPCOSTS=9+1&I_THRESH=0.001&LAYOUT=TwoWindows&MATRIX_NAME=PAM30&NCBI_GI=on
&PAGE=Proteins&PROGRAM=blastp&QUERY=LTFADLLQATNGFHNDSLIGSGGFGDVYK
&SERVICE=plain&SET_DEFAULTS.x=32&SET_DEFAULTS.y=7&SHOW_OVERVIEW=on&WORD_SIZE=2
&END_OF_HTTPGET=Yes
http://mascot.bch.msu.edu/mascot/help/blast_help.html#web
http://www.matrixscience.com/
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